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Genomesizevarieswidely amonginsectspecieswith up to
250fold differencesin Gvalues (8-fold across mosquito
species)due to speciesspecificcomplexitiesin repetitive
sequencegrepeatome
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TEs are paramount in insect genome size variation. Non-exhaustive list of sequenced insect genomes: (a) schematic phylogenetic tree of insects
and (b) contribution of TEs to insect genome size.
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Therepeatomecomprisesawide diversityof geneticfeatures
Including

- Transposabléelements

- Endogenouwiral elements

- Tandemrepeats

- Segmentalduplications

- Ribozymes

- Multi -copy genefamilies.
Sincethe majority of the repeatomeis not under selective

constraints it accumulatesnutationsandindels




Theunderstandinghat not only genes but manydifferent
kinds of elementsconstitutegenomeschangedhe view
from a slowly or evenfixed genomeA to the idea of a
genomethat canundergomanytransformations on alarge
or smallscale dependingon the evolution of the different

typesof sequencegonstitutingit.




Moderately repetitive DNA sequencethat have the ability to
move aboutthe genome and to duplicate themselvesime
process. They represent significant portion of most eukaryote

genomesjncludinginsects

Theirmobility and ability to replicateindependentlyof their
hostgenome usingeither an RNAor DNAintermediatemake
them dynamiccomponentsof the genomewith the potential
to havemajor impactson the genomiclandscapeat both genic

andchromosomalevels
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Classification
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Transposons, Genome Siad Evolutionaryinsights in Animals
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